
 
 
 
 

GNI and BIOBASE Launch New Drug Discovery Research Tool  
“Cell Illustrator Online 4.0” 

 
    
Tokyo, February 18, 2008 – GNI Ltd., a leading drug discovery company, announced that 
Cell Illustrator Online 4.0 (CIO4.0), a software tool that simulates the gene regulation 
pathways related to disease processes, will be sold through BIOBASE GmbH.  
. 
Since 2003 GNI and Professor Satoru Miyano and Assistant Professor Masao Nagasaki of 
the University of Tokyo’s Institute of Medical Science have been working together to develop 
CIO4.0, a user-friendly product that enables biologists to more easily create computer 
images and simulations of complex regulation pathways, such as metabolic and gene 
regulatory pathways, and signal transduction cascades and their vibrant interactions, on 
personal computers and websites. Therefore, use of CIO4.0 makes it possible for scientists 
to observe and study dynamic behaviors in the living body. Moreover, CIO4.0, which is 
recognized as an essential analytical tool for research on gene networks and pathway model 
analysis, facilitates the in-take of Cell System Markup Language (CSML) format-related 
contents. 
 
Under the terms of the alliance with BIOBASE GNI will pre-sell CIO4.0, which uses SaaS 
(Software as a Service) as its basis. This new product will be readily accessible through the 
internet, and customers will be able to add specific modules, including pathway database 
search, project management, and high-speed simulation that are offered currently, to it via 
online purchase. A variety of analysis modules being produced now will also be available 
shortly. 
 
GNI formed its technology and business alliance with BIOBASE in July 2007. Its first module, 
a modified version of BIOBASE’s TRANSPATH database,  can be accessed through a 
pathway information search tool which allows CIO4.0 users to simulate or modulate as well 
as to access pathway data. Using this product, biologists are easily able to share research 
information and results.    With commercial databases available previously users had 
difficulty  manipulating pathway data and conducting final experiments based on the results 
of test simulations.  

  
GNI plans to modulate more of BIOBASE’s databases. There are also plans to launch a 
server version of Cell Illustrator, so that in the future, scientists at pharmaceutical companies 
and academic researchers will be able to build internal server CIO4.0 versions online from 
the BIOBASE database. By offering BIOBASE’s first generation pathway database 
(TRANSPATH 7.4) through the University of Tokyo's Institute of Medical Science and 
BIOBASE sites at other academic locations, GNI believes that CIO4.0 will receive wide 
acceptance. 

Dr. Ying Luo, GNI's Chief Executive Officer, said, "This rapid achievement resulted from the 
alliance with BIOBASE GmbH that was established in July 2007, and. GNI looks forward to 
helping many biopharmaceutical companies and educational institutes to analyze their gene 
networks and pathway models more efficiently.  We are now able to make significant 
contributions to drug discovery and development efforts worldwide.” 

Professor Edger Wingender at BIOBASE added, "Realization of the visual aspect of our 
database content in such a short time beat our expectation. We believe that Cell Illustrator 
will play an invaluable role in helping our customers conduct their drug discovery research.” 



 

Attached Document 
“Cell Illustrator Online 4.0”Lineup of list and a function 

Functions 
Cell 

Illustrator 
Online 

Professional

Cell 
Illustrator 

Online 
Access*1  

Cell Illustrator 
Online 
Player*2  
（Free 

Version） 

1. Pathway Indication（CSML file 
Loading） ○ ○ ○ 

2. Pathway Creating  ○ ○ - 

3. Pathway Simulation ○ - - 

4. Pathway Reproduction - - ○ 

5. SBML File Input  ○ ○ - 

6. CellML File Input ○ ○ - 

7. Simulation Result Saving ○ - - 

8. Element Searching ○ ○ ○ 

9. Sample of Pathway Model  ○ ○ ○ 

10. Model Printing ○ ○ ○ 

11. Graph layout (18kinds) ○ ○ - 

12. Gene Network Mode 
*Gene Library 
*Gene Network Comparing 
*Pathway Searching 
*Plot of Expression 
*Sample File of Gene Network 
*Data Of Yeast Gene Network 

○ 
○ 
○  
○ 
○  
○  
○ 

○ 
- 
○  
○ 
- 
○ 
- 

○ 
- 
- 
○ 
- 
○ 
- 

13. Additional Function of Module ○ ○ - 

14. Maximum Number of the entity that 
can be simulated unlimited - - 

15.Maximum number of the entity that 
can be drawn unlimited unlimited - 

16.Maximum number of the entity that 
can be expressed unlimited unlimited unlimited 

*1 Planned to be sold 
*2 Can be provided to Cell Illustrator players for free. 
 
 

 
For further inquiries 
Ken Suzuki  Tel: +81 (03) 3580-0751  
   Email: inforjapan@gene-networks.com 
Ying Luo  Tel: +86 21-5080-2536 
   Email: bd@shanghaigenomics.com 
 
 
 



About GNI 
Founded in 2001, GNI, a leader in the field of integrated systems pharmacology, is an international 
biopharmaceutical company with operations mainly in Japan and China. GNI has used ethically approved 
methods to successfully map gene regulatory networks via a complex process of reverse-engineering. 
Furthermore, GNI has successfully developed the technology required to apply this data to drug development and 
discovery. In June 2005, Shanghai Genomics, which operates an integrated drug discovery platform combining 
genetic discovery and drug development, became an affiliate of GNI. In April 2006, GNI announced an investment 
in Beijing Continent Pharmaceutical which gives the company access to manufacturing and distribution in China. 
For further information, please visit http://www.gene-networks.com  
 
 
About BIOBASEGmbH 
BIOBASE GmbH is a biological database company, which was established in 1997. It spun off from the German 
Research Centre for Biotechnology, Branuschweig. The company provides databases for transcriptional factors, 
protein functions, and manually curated signal transduction cascades. Since all the databases are curated by 
professionals, they enable users to extract only the specific information required from extensive amounts of data. 
Further details are available at: http://www.biobase-international.com  
 
 
About The Human Genome Center, Institute of Medical Science, University of Tokyo 
The Human Genome Center was established by the University of Tokyo's Institute of Medical Science in 1991 to 
oversee human genome planning for the Ministry of Education, Culture, Sport, Science and Technology. The 
Center's supercomputers analyze massive volumes of data for advanced research on cancer and other 
treatment-resistant illnesses. Professor Satoru Miyano and Assistant Professor Masao Nagasaki head the 
Center's research for the analysis of DNA information. Further details are available at: http://www.hgc.jp/english  
 
 
 
*Forward-looking Statements: 
This press release contains "forward-looking" statements, including statements related to GNI's plans to pursue 
development of product candidates and the timing thereof. Any statements contained in this press release that 
are not statements of historical fact may be deemed to be forward-looking statements. Words such as "continue," 
"could," "may," and similar expressions are intended to identify these forward-looking statements. There are a 
number of important factors that could cause GNI's results to differ materially from those indicated by these 
forward-looking statements, including risks associated with the timing and success of clinical trials and the 
commercialization of product candidates. GNI does not undertake any obligation to update forward-looking 
statements. 


